Supplementary Methods (Validation of the UPLC-TQ-MS/MS method)
The method was validated for linearity, limits of detection and quantification (LODs and LOQs), precision (inter-day and intra-day precision), repeatability, stability and accuracy following the International Conference on Harmonization (ICH) guideline.
Calibration Curves, LODs, and LOQs
Mixed standard stock solution containing the reference compounds of protochatechuic acid, caffeic acid, vanillic acid, rutin, calycosin-7-O-β-D-glucoside, hyperoside, ferulic acid, astragalin, isorhamnetin-3-O-β-D-glucoside, (-)-methylinissolin-3-O-β-D-glucoside, quercetin, calycosin, kaempferol, isorhamnetin, formononetin, rhamnocitrin was prepared in 90% methanol, and the concentration for the 16 analytes were as follows: 0. 432, 0.049, 0.049, 0.286, 0.238, 0.049, 0.354, 0.180, 0.223, 0.291, 0.320, 0.053, 0.049, 0.036, 0.461, and 0 .272 mg/mL. Working standard solutions for calibration curves were prepared by diluting the mixed standard stock solution with 80% methanol to different concentrations.
The linearity was obtained by preparing at least six standard solutions of the appropriate concentration. Calibration curves were constructed from peak areas of the reference standards versus their concentrations. The limits of detection (LODs) and quantification (LOQs) for each analyte under the present chromatographic conditions were determined by diluting the standard solution when the signal-to-noise ratios (S/N) of analytes were about 3 and 10, respectively.
Precision, repeatability and stability
To evaluate the precision of the method, six replicate standard solutions were analyzed and the relative standard deviation (RSD) of the peak area of each standard compound was calculated. To verify the repeatability of the method, six different sample solutions were prepared from the same sample and the variations were represented by RSD. To investigate the stability of the sample, the sample solutions were stored at 4 ℃ and analyzed at different time points (0, 2, 4, 6, 8, 12, 16 , and 24 h). Figure S1 . Structures of the 31 compounds identified in ME 
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